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LOCUS       AY338363                1518 bp    DNA     linear   PLN 08-DEC-2004
DEFINITION  Pichia farinosa Gup1p (GUP1) gene, complete cds.
ACCESSION   AY338363
VERSION     AY338363.1  GI:33302357
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            Eukaryota; Fungi; Ascomycota; Saccharomycotina; Saccharomycetes;
            Saccharomycetales; Saccharomycetaceae; Pichia.
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FEATURES             Location/Qualifiers
     source          1..1518
                     /organism="Pichia farinosa"
                     /mol_type="genomic DNA"
                     /strain="CBS 7064"
                     /db_xref="taxon:4920 (​http:​/​​/​www.ncbi.nlm.nih.gov​/​Taxonomy​/​Browser​/​wwwtax.cgi?id=4920​)"
     gene (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=33302357&itemID=3&view=gbwithparts​)            <1..>1518
                     /gene="GUP1"
                     /note="PsGUP1"
     mRNA (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=33302357&itemID=2&view=gbwithparts​)            <1..>1518
                     /gene="GUP1"
                     /product="Gup1p"
     CDS (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=33302357&itemID=1&view=gbwithparts​)             1..1518
                     /gene="GUP1"
                     /note="complements gup1 mutation in Saccharomyces
                     cerevisiae W303-1A background"
                     /codon_start=1
                     /product="Gup1p"
                     /protein_id="AAQ01787.1 (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=AAQ01787.1​)"
                     /db_xref="GI:33302358"
                     /translation="MFKAAMDASNETNPNYPKFAHLLSQGWMFGRKVDNSDQQYRFFR
                     DNFPLLCGLVLLHTSLRRGVNLIAGNHKRTGFDFVFGXDIHLCSTRDEFLPYFDSLGY
                     XIFPFLKYIKRNDVATXTYVDXTAILSLFLNDNYXSCTIWNRFYRSWISEVSFQDGMC
                     FSISHCXRMLSYNLDYIEKRKSASEESNLELKNSSSSLSELDDRERLVAPIPLTDYNF
                     VNYMAYITYAPLFIAGPIITFNDYIYQSDYKAMSSVKDYKRTFIYFLRFAFCILVMEF
                     LLHFMYVVAVSKTKAWEGDTPFQLSMLGLFNLNIIWLKLLIPWRLFRLWSLIDGIDPP
                     ENMIRCMDNNFSTLAFWRAWHRSYNRWIIRYIYIPLGGGGKYRILNSLCVFSFVAIWH
                     DIELKLLMWGWLVVIFIIPELAATAIFKNYQHEPWYRHVCALGAVINIWMMMLANLFG
                     FCMGKDGTMSLIKTLFTTAVGLRFLFLSLGALFVGSQVMFELREAEKRRGVNVKC"
ORIGIN      
        1 atgtttaagg cagcgatgga tgcttcgaat gagaccaatc caaattaccc caagtttgca
       61 catttattga gtcaaggatg gatgtttggt cgtaaagtag acaactcaga ccaacagtac
      121 aggtttttta gagataactt ccctcttttg tgtggccttg tacttcttca caccagcttg
      181 agacgcggtg tgaatcttat agctggtaac cataagcgta ctggtttcga ctttgttttc
      241 ggtnttgata ttcatctttg cagtacacgg gacgaatttc ttccgtattt tgattcactt
      301 ggttattnaa tttttccatt tctnaaatat atcaagagaa atgatgtggc aacaancact
      361 tacgtggatn ttacggccat cctgagctta tttctaaacg ataattatna gagctgtacg
      421 atttggaata ggttttatcg atcatggatt tcagaggtat cattccaaga tgggatgtgt
      481 ttttcaattt cacattgtta nagaatgctc tcgtacaact tagactatat tgaaaagagg
      541 aagtcagcgt ccgaggagtc gaacttagag ctcaaaaaca gcagcagcag tctttcagag
      601 ctagacgaca gagaaagact tgttgctcca attccattaa cggactacaa ctttgtcaat
      661 tacatggcat acattaccta cgctcctctt ttcattgctg gccctattat cacctttaat
      721 gactacattt accagtcaga ctacaaggct atgtcatcag tcaaggatta taagagaaca
      781 tttatctatt tcttaagatt tgcattttgt attctagtta tggagtttct acttcatttc
      841 atgtacgtgg ttgcagtatc taaaacgaag gcctgggaag gtgatacccc cttccaattg
      901 tcgatgttag gtcttttcaa cttaaacatt atttggctca agttactcat tccatggcgc
      961 cttttccgtc tctggagttt aatcgatggt atagatccac cagaaaatat gattagatgc
     1021 atggacaaca acttttctac tttagcattt tggagggcat ggcacaggtc atataacagg
     1081 tggattattc gatacatcta tattcctttg ggaggcggtg gcaaatacag aatactaaac
     1141 agtctttgtg tctttagttt tgttgcgata tggcatgaca tagagttgaa gttgttgatg
     1201 tggggatggt tagtggtgat attcattata cccgagctcg ctgcaacagc tatattcaaa
     1261 aactaccaac acgaaccctg gtatagacac gtatgtgcat tgggggctgt cataaatata
     1321 tggatgatga tgttggctaa tttattcggc ttttgtatgg ggaaggatgg caccatgtcg
     1381 ttaattaaaa cgttgtttac gactgcagtt ggcttgaggt ttttgttctt gtcgctgggt
     1441 gctctttttg ttggttctca ggtcatgttt gaattaagag aagctgaaaa gagaagaggt
     1501 gtaaatgtca agtgttga

